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Microorganisms, a rich source of natural productsexist in their natural environment. Therefore,
interspecies interactions among microbes that léaddifferential secondary metabolism may be
commonplace. In this sense, co-culture betweenomiganisms can be highlighted as a promising ol t
investigate the stimulation of silent gene clustetpression and find potentially new natural prdsljt].
Co-cultures were performed in solid media betweeoolection of several rare actinobacteria and a
collection of severalStreptomycesstrains. In order to analyze if these interactiara trigger the
biosynthesis of bioactive compounds in these stralre multi-resistant actinobacterivkmycolatopsisp.
AA4 was used as indicator strain. Strains werawvatkd in pairs on Tryptic Soy Agar for seven day80
°C. Colonies were overlaid with soft-LB-agar incatigld with the indicator strain and incubated owgrhi
Bioactivity was analyzed by visualization of inHibh halos. One promising straikrasilnikoviasp. T082,
was chosen for the follow up study. This strainvebd an inhibition halo when cultivated in pairs twit
severalStreptomycestrains. To check if this induction capacity igsific to this genusKrasilnikovia sp.
T082 was cultivated in pairs with other actinobeat®elonging to different genera. This analysisve&d
that this capacity of induction is broadly spreadotighout the Actinobacteria taxoStreptomycesp.
SPB78 was selected for studying the mechanismdfciion. This new bioactivity was also detected on
liquid co-culture, and this cultivation method wssected for further study of the antibiotic anduoer
compounds. It was shown th&treptomycesp. SPB78 supernatant is enough for triggering alotivity,
and the compound(s) responsible for this activitfare) polar. The inducer aqueous extract is being
fractionated in HPLC attempting to elucidate thech@anism of this induction. The bioactive liquid tcue
of Krasilnikovia sp. T082 induced witStreptomycesp. SPB78 aqueous extract is also being investigat
in order to elucidate the structure of the antibiactompound. Preliminary studies showed that this
compound probably has peptidic nature and is p#leasilnikovia sp. T0O82 genome was sequenced by
PacBioplatform and analyzed by the Rapid Annotation Se(RAST) and antiSMASH pipeline. These
analyses showed that this rare actinobacteriumohanbits genome many potential gene clustersedlab
secondary metabolism that are not described ititdrature. This work shows that chemical and kgadal
study of microbial interactions can be a useful fobsearching for bioactive molecules.
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